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+ The utilization of biofertilizers and microbial inoculants offers
sustainable alternatives to conventional chemical fertilizers.

4+ Microbial inoculants involve the deliberate introduction of
beneficial microorganisms into the soil to promote plant growth and

suppress pathogens.

+ Identification of novel biomarkers of soil health will be
undertaken.

+ Analysis of 16S TRINA gene sequencing data will be utilized to
interpret bioindicators that correlate with biological, physical, and chemical
soil properties essential for assessing soil health.

4+ Whole genome sequencing (WGS) methods will be employed to
evaluate the functional potential of microbial communities.

4+ A key feature of this study is its specificity, focusing on territor Y-

specific field studies and utilizing food waste from local productions.
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